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Fig.2. Lucifer yellow (LY) labeling. (A) Chemical structure of LY-bonded Cys. (B) The Cys mutation sites for LY labeling in RGS4 and AtRGS1 are Ser131 and Ser365,
respectively. Two labeling sites are shown as spheres in the RGS4/Gx,; complex structure (PDB [D: 1AGR). Green, RGS4: blue, Gux, ; red. switch regions in Ga,.
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G-protein system mediates many functionally exertion of hormones and
it is a major target for potential medical modulator screening. Our

Brief . . .
Descrition method is able to overexpress large amount of functional G-protein
ipti
P regulator proteins with E. coli. ; it significantly facilitates the study in
G-protein drug screening.
Development [JProduction [ Trial production [ ]Prototype
Stage [JLab scalejjjidea []Others:
Fields of It can potentially be further adopted as protein production or for drug
Application screening study.
This method produces large amount of functional G-protein. When
compared with most currently adopted methods, which use eukaryotic
Advantages . . . .
cell culture to produce G-protein, the yield and cost with our method is
much more economic and effective.
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Fig.2. Lucifer yellow (LY) labeling. (A) Chemical structure of LY-bonded Cys. (B) The Cys mutation sites for LY labeling in RGS4 and AtRGS1 are Ser131 and Ser365,
respectively. Two labeling sites are shown as spheres in the RGS4/Ga, complex structure (PDB ID: 1AGR). Green, RGS4: blue, Gay,: red, switch regions in Gay,.




